There were three minor typos in the original publication, which we have corrected here. The authors regret these errors.
1. There was a mistake in the legends of Figure 3 and Online Resource Figure 1 . The scale bar is 0.5mm, not 5mm. 2. When describing the methods for generating a phylogenetic tree in MEGA 6 using the cytochrome oxidase 1 data for arthropods, we mistakenly wrote the type of clustering method as BNearest Neighbor Joining^, but the correct method was BNeighbor Joining^.
3. There was a mistake in Online Resource Table 2 . The accession number for one of the closest BLAST hits should be KF293453, not KM293453.
The online version of the original article can be found at http:// dx.doi.org/10.1007/s10886-016-0715-x
